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Figure S.1. Methodology of the study. Serum samples were retrospectively analyzed using the Luminex Mixed Screen assay. When normalized background ratio (NGB) was greater than 1.5, samples were analyzed using single antigen bead pan-IgG assay. Then, a virtual cross-match was performed using the information on donor HLA typing. Finally, when the virtual cross-match was positive, serum samples were analyzed by single antigen bead (SAB)-C1q assay.
